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ABSTRACT: 315 Enriched oligonucleotides of specified DNA 

sequence, which correspond to particular expressed sequence tags 

(ESTs), are claimed along with their complementary sequences and 
allelic variations. The following are also claimed: (a) a construct 
comprising a vector and an enriched oligonucleotide; (b) a panel of at 
least 100 oligonucleotides; (c) an antisense oligonucleotide capable of 
blocking expression of the gene product of any of the oligonucleotide 
sequences ; and (d) a triple helix probe for blocking expression 
of the gene product of the enriched oligonucleotides. In a 
preferred embodiment, the oligonucleotides correspond to transcription 
products of human genes and are markers for human genes transcribed in 
vivo. The oligonucleotides are grouped according to metabolic and 
structural functioning and developmental control. The ESTS may 
facilitate the tagging of most expressed human genes within a few yr at 
reduced cost compared with complete genomic sequencing. The ESTs could 
provide new genetic markers, nucleotide reagents and DNA-based 
diagnostic and therapeutic agents. The agents may be used for e.g. 
mapping gene locations or tissue typing. (199pp) 
DESCRIPTORS: human expressed sequence tag DNA sequence, antisense 
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PS Claim 3; Page 153; 199pp; English. 

2 hi6 v * e< * uence represents an EST (expressed sequence tag) BSTs are markers 

CC for human genes actually transcribed in vivo Unlike the random genoSI 

CC DKA sequence tagged sites (STSe), ESTs point directly to expressed genes. 

CC The use of ESTs could facilitate the tagging of moat expressed human 

CC genes vithin a fev years at a fraction of the cost of complete genomic 

SS SS e ?2i n S«* 0 ? 1,,, fc ? CR ff^'f* Q«<"-Q39580 (sequence, designed' 

;X from the ESTs) sublocalisation of an EST can be achieved with panels of 

EE fragments from specific chromosomes or pools of large genomic clones in 

- c " analogous manner. This sequence represents EST00165 

3Q Sequence 390 BP; 72 A; 113 C; 140 G; 62 T; 

Query Match «. 0 %; Score 18; DB 6; Length 390; 

Best Local Similarity 100.0*; Pred. Ho. 2.85e-01; 

Hatches 18; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

)b 151 ctggacattetggggaac 168 

II II IMI I IMM Nil 
3y 143 CTCGACATTCTCGGGAAC ISO 
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